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Prevalence and Risk Factors of Microbial Contamination in Meat from the Licensed

Slaughterhouses in the Lower Northern Region of Thailand
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Abstract
The purposes of this study were to study
the prevalence and risk factors of microbial
licensed

contamination in meat from the

slaughterhouses in the Lower Northern Region of
Thailand such as Phitsanulok, Kamphaengphet,
Tak, Nakhonsawan, Phitcit, Phetchabun, Sukhothai,
Uttaradit, and Uthaithani province. The samples
were 183 samples. The result showed that 49
slaughterhouses (26.78%) were  passed  the
standard criteria. The analysis of microbial quality
of meat showed that 169 slaughterhouses were
passed the Micro Assay: MA test and there had
59.76%

prevalence of Salmonella spp.

Staphylococcus aureus 91.72%  Enterococcus
spp. 71.01% Escherichia coli 68.05% Coliform
bacteria 81.66% and Total Bacteria count 62.72%.
The risk factors of microbial contamination in
meat from the licensed slaughterhouses in the
Lower Northern Region of Thailand were
slaughterhouses condition, building, sanitation,
killing process, and transportation (p = <0.001).
From the results of such assessment can be
taken as preliminary to reduce the microbial
contamination of meat from slaughterhouses

and open markets.
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